Genome assembly pipeline
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Stage 1 - determine the subsample size

incremental subsample size and read-
coverage threshold adjustment

Genome assemblyé
. procedure | (

l subsample size and read-coverage threshold

Stage 2 - plastid genome replicates

fixed subsample size and read-coverage
threshold from Stage 1
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l long-read polished Flye’s plastid genome assembly

Stage 3 - short-read subsampling-based polishing

incremental short-read subsample and
polishing the plastid genome from Stage 2

short-read
polishing

v

Subsampling-based Plastid genome
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1 Genome assembly procedure
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(2. Read subsampling )
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(3. Assembly size estimation
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(4. Assembly with disjointing filtering

5. Gene annotation
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( 6. Coverage-filtered assembly graph
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7. Circular genome paths
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